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Significance

absent optic vesicle
abnormal fetal subventricular zone morphology
abnormal eye electrophysiology
ureter morphogenesis
abnormal forebrain development
TS11_primitive streak
TS14_tail bud
TS23_telencephalon; choroid invagination
increased susceptibility to diet-induced obesity
organic acid transport
carboxylic acid transport
TS28_pigmented retinal epithelium
the visual cycle
sensory perception of light stimulus
visual perception
TS28_neural retinal epithelium
retinal degeneration

Term

BioCyc Pathway
Disease Ontology
GO Biological Process
GO Cellular Component
GO Molecular Function
InterPro
MGI Expression: Detected
Mouse Phenotype
PANTHER Pathway
Pathway Commons
Placenta Disorders
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Functional	
  annotation	
  of	
  genes	
  near	
  putative	
  enhancers	
  present	
  exclusively	
  in	
  control	
  4	
  
cobblestone	
  RPE	
  and	
  not	
  in	
  RPE	
  exposed	
  to	
  TGFβ	
  and	
  TNFα.	
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The	
  top	
  over-­‐represented	
  categories	
  belonging	
  to	
  the	
  different	
  ontologies	
  are	
  shown	
  in	
  the	
  6	
  
lower	
  right	
  legend.	
  GO	
  =	
  Gene	
  ontology,	
  MGI	
  =	
  Mouse	
  Genome	
  Informatics.	
  The	
  x	
  axes	
  values	
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correspond	
  to	
  the	
  log10	
  of	
  false	
  discovery	
  rate.	
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