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Figure S5 (supplemental to Fig 5): A. RT-qPCR of RNA extracted from
chromatin, nucleoplasmic, or cytoplasmic fractions of C2C12 myoblasts
treated with ctrl or Qk morpholino measuring abundance of Xist RNA
normalized to Gapdh RNA, reported as mean fold change relative to ctrl
+/- standard deviation of the mean from 3 indpendent replicates B. RT-
qPCR measurement as in S5A but measuring 7SK RNA abundance
relative to Gapdh RNA.
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