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    Abstract
Transposable Elements (TEs), which comprise almost half of the human genome, can contribute to the evolution of novel transcriptional circuitry. Specific and biologically meaningful interpretation of TE-initiated transcripts has been marred by computational and methodological deficiencies. We developed the software suite LIONS (www.github.com/ababaian/LIONS) to analyze paired-end RNAseq data for detecting and quantifying significant TE-contributions to a transcriptome. The LIONS suite serves as a platform for TE RNA-seq analysis and can be applied to a broad set of data sets for the study of development, stress treatments, aging and cancer.
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